Supplementary
. Global screening of SiDt homologues in the Yuzhi 11 genome. Seven homologues are detected using BLASTP, with the cutoff of E value ≤1E-20 and the coverage of ≥ 50%. Table S10 . SiDt gene diversity analysis in sesame germplasm resources using PCR amplification. SiDt sequences in 30 sesame germplasm resources (M1-M30) are compared using DNAMAN software, in addition to the parents of the mapping population in the study. Table S11 . Diversity analysis of SiDt gene in sesame germplasm resources using public genome re-sequencing data. The public genome data of 715 accessionss are collected from PRJEB8078 in NCBI dataset.

